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Towards genomic database of Alexander disease to identify variations modifying
disease phenotype
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7 L¥ P Z—% (Alexander disease; AxD) I glial fibrillary acidic protein (GFAP)
BIRTAERICE 2D THiZE (FRE 1/270 J7) BEMEMREERE T, WEZNICET
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T’Neutral”F 72 1X"Deleterious” 23 L7, WES, ~A4 7 a7 LA 7T —X &AL T, %
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iZ®H 724 (p.R7T0W, p.M74T, p.N386S Z RplILmlin s iERE, p. RTIH 2 FA L A%
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